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In re patent application of: 

Loren J. Field et al. 

Serial No. 10/024,066 

Filed:December 18, 2001 

CARDIOMYOCYTES WITH ENCHANCED 
PROLIFERATIVE POTENTIAL, AND 
METHODS FOR PREPARING AND 
USING SAME 



Before the Examiner: 
Group Art Unit: 1632 



I hereby certify that this 
correspondence is being deposited 
with the United States Postal Service 
as first class mail in an envelope 
addressed to the Assistant 
Commissioner for Patents, 
Washington, D.C. 20231 on 

April 15, 2002 

(Date of Deposit) 

Kenneth A. Gandy 

Nama of Registered Representative 
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Signati 
April 15, 2002 
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SUBMISSION OF SEQUENCE LISTING 

U.S. Patent and Trademark Office 
BOX SEQUENCE, P.O. Box 2327 
Arlington, VA 22202 

Sir: 

In response to the Notice to File Missing Parts of Nonprovisional 
Application dated February 13, 2002, the applicants provide the enclosed written 
Sequence Listing with pages numbered 1-10. Please insert this Sequence 
Listing to replace the current Sequence Listing immediately following the 
Abstract. Also submitted herewith is a disk containing the Sequence Listing in 
computer readable form (CRF). The content of the CRF is identical to the written 
Sequence Listing submitted herewith. Neither the written Sequence Listing nor 
the CRF introduces any new matter. They are identical to the corresponding 
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Sequence Listing Statement 
Attorney Docket No. 7037-450 
Page 1 of 2 



elements in the parent application, PCT US00/16827, to which priority is claimed, 
and which has been fully incorporated into the present application by reference. 

Please provide any extensions which may be necessary and charge any 
fees that may be due to Deposit Account No. 23-3030, but not to include 
payment of any issue fees. 



Respectfully submitted, 




Reg. No. 33,386 

Woodard, Emhardt, Naughton, 

Moriarty & McNett 
Bank One Center/Tower, Suite 3700 
111 Monument Circle 
Indianapolis, Indiana 46204-5137 
(317)634-3456 
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SEQUENCE LISTING 

Id, Loren J. 
Pasumarthi, Kishore Babu S. 



RECEIVED 

APR 2 2 2002 



<12 0> CARDIOMYOCYTES WITH ENHANCED PROLIFERATIVE POTENTIAL, 
AND METHODS FOR PREPARING AND USING SAME 



<130> 7037-450 



<140> 10/024,066 
<141> 2001-12-18 

<150> 60/139,942 
<151> 1999-06-18 

<150> PCT/US00/16827 
<151> 2000-06-19 



<160> 8 



<170> Patentln Ver. 2.1 

<210> 1 
<211> 876 
<212> DNA 

<213> Mus musculus 



- <220> 
<221> CDS 
<222> (4) . . (870) 



<400> 1 

get atg gag ctg ctg tgc tgc gag 
Met Glu Leu Leu Cys Cys Glu 
1 5 

ccg gac cgc aac ctg ctg gaa gac 
Pro Asp Arg Asn Leu Leu Glu Asp 
20 



gtg gac ccg gtc cgc agg gec gtg 48 
Val Asp Pro Val Arg Arg Ala Val 
10 15 

cgc gtt ctg cag aac ctg ttg acc 96 
Arg Val Leu Gin Asn Leu Leu Thr 
25 30 



ate gag gag cgc tac etc ccg cag tgt tec tat ttc aag tgc gtg cag 144 
He Glu Glu Arg Tyr Leu Pro Gin Cys Ser Tyr Phe Lys Cys Val Gin 
35 40 45 



aag gac ate caa ccg tac atg cgc agg atg gtg gee acc tgg atg eta 192 
Lys Asp He Gin Pro Tyr Met Arg Arg Met Val Ala Thr Trp Met Leu 
50 55 60 
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age ctg cag cag ttc cgt caa gag cag cat aac gec gga tec aag tct 
Ser Leu Gin Gin Phe Arg Gin Glu Gin His Asn Ala Gly Ser Lys Ser 
260 265 270 



816 



gtg gaa gat ccg gac caa gee acc 
Val Glu Asp Pro Asp Gin Ala Thr 
275 

gac ctg tgagga 
Asp Leu 



acc cct aca gac gtg egg gat gtt 864 
Thr Pro Thr Asp Val Arg Asp Val 
280 285 

876 



<210> 2 
<211> 289 
<212> PRT 

<213> Mus musculus 
<400> 2 

Met Glu Leu Leu Cys Cys Glu Val Asp Pro Val Arg Arg Ala Val Pro 
15 10 15 

Asp Arg Asn Leu Leu Glu Asp Arg Val Leu Gin Asn Leu Leu Thr He 
20 25 30 

Glu Glu Arg Tyr Leu Pro Gin Cys Ser Tyr Phe Lys Cys Val Gin Lys 
35 40 45 

• Asp He Gin Pro Tyr Met Arg Arg Met Val Ala Thr Trp Met Leu Glu 
50 55 60 

Val Cys Glu Glu Gin Lys Cys Glu Glu Glu Val Phe Pro Leu Ala Met 
65 70 75 80 

Asn Tyr Leu Asp Arg Phe Leu Ala Gly Val Pro Thr Pro Lys Thr His 
85 90 95 

Leu Gin Leu Leu Gly Ala Val Cys Met Phe Leu Ala Ser Lys Leu Lys 
100 105 HO 

Glu Thr He Pro Leu Thr Ala Glu Lys Leu Cys He Tyr Thr Asp Asn 
115 120 125 

Ser Val Lys Pro Gin Glu Leu Leu Glu Trp Glu Leu Val Val Leu Gly 
130 135 140 

Lys Leu Lys Trp Asn Leu Ala Ala Val Thr Pro His Asp Phe He Glu 
145 150 155 160 



3 



His lie Leu Arg Lys Leu Pro Gin Gin Lys Glu Lys Leu Ser Leu lie 
165 170 175 



Arg Lys His Ala Gin Thr Phe He Ala Leu Cys Ala Thr Asp Phe Lys 
180 185 190 

Phe Ala Met Tyr Pro Pro Ser Met He Ala Thr Gly Ser Val Gly Ala 
195 200 205 

Ala He Cys Gly Leu Gin Gin Asp Asp Glu Val Asn Thr Leu Thr Cys 
210 215 220 

Asp Ala Leu Thr Glu Leu Leu Ala Lys He Thr His Thr Asp Val Asp 
225 230 235 240 

Cys Leu Lys Ala Cys Gin Glu Gin He Glu Ala Leu Leu Leu Asn Ser 
245 250 255 

Leu Gin Gin Phe Arg Gin Glu Gin His Asn Ala Gly Ser Lys Ser Val 
260 265 270 

Glu Asp Pro Asp Gin Ala Thr Thr Pro Thr Asp Val Arg Asp Val Asp 
275 280 285 



Leu 



<210> 3 

<211> 873 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (4) . . (870) 

<400> 3 

get atg gag ctg ctg tgc cac gag gtg gac ccg gtc cgc agg gec gtg 48 
Met Glu Leu Leu Cys His Glu Val Asp Pro Val Arg Arg Ala Val 
15 10 15 

egg gac cgc aac ctg etc cga gac gac cgc gtc ctg cag aac ctg etc 96 
Arg Asp Arg Asn Leu Leu Arg Asp Asp Arg Val Leu Gin Asn Leu Leu 
20 25 30 



4 



acc ate gag 
Thr He Glu 



cag aag gac 
Gin Lys Asp 
50 

ctg gag gtc 
Leu Glu Val 
65 

gec atg aat 
Ala Met Asn 
80 

tec cat ctg 
Ser His Leu 



etc aaa gag 
Leu Lys Glu 



gac aac tec 
Asp Asn Ser 
130 

. ctg ggg aag 
Leu Gly Lys 
145 

att gag cac 
He Glu His 
160 

ctg ate cgc 
Leu He Arg 



ttt aag ttt 
Phe Lys Phe 



gga gca gec 
Gly Ala Ala 
210 



gag cgc tac ctt 
Glu Arg Tyr Leu 
35 

ate caa ccc tac 
He Gin Pro Tyr 



tgt gag gaa cag 
Cys Glu Glu Gin 
70 

tac ctg gac cgt 
Tyr Leu Asp Arg 
85 

caa etc ctg ggt 
Gin Leu Leu Gly 
100 

acc age ccg ctg 
Thr Ser Pro Leu 
115 

ate aag cct cag 
He Lys Pro Gin 



ttg aag tgg aac 
Leu Lys Trp Asn 
150 

ate ttg cgc aag 
He Leu Arg Lys 
165 

aag cat get cag 
Lys His Ala Gin 
180 

gee atg tac cca 
Ala Met Tyr Pro 
195 

ate tgt ggg etc 
He Cys Gly Leu 



ccg cag tgc 
Pro Gin Cys 
40 

atg cgc aga 
Met Arg Arg 
55 

aag tgc gaa 
Lys Cys Glu 



ttc ttg get 
Phe Leu Ala 



get gtc tgc 
Ala Val Cys 
105 

acc gcg gag 
Thr Ala Glu 
120 

gag ctg ctg 
Glu Leu Leu 
135 

ctg gca get 
Leu Ala Ala 



ctg ccc cag 
Leu Pro Gin 



acc ttc att 
Thr Phe He 
185 

ccg teg atg 
Pro Ser Met 
200 

cag cag gat 
Gin Gin Asp 
215 



tec tac ttc aag 
Ser Tyr Phe Lys 
45 

atg gtg gee acc 
Met Val Ala Thr 
60 

gaa gag gtc ttc 
Glu Glu Val Phe 
75 

ggg gtc ccg act 
Gly Val Pro Thr 
90 

atg ttc ctg gee 
Met Phe Leu Ala 



aag ctg tgc att 
Lys Leu Cys He 
125 

gag tgg gaa ctg 
Glu Trp Glu Leu 
140 

gtc act cct cat 
Val Thr Pro His 
155 

cag egg gag aag 
Gin Arg Glu Lys 
170 

get ctg tgt gee 
Ala Leu Cys Ala 



ate gca act gga 
He Ala Thr Gly 
205 

gag gaa gtg age 
Glu Glu Val Ser 
220 



tgc gtg 144 
Cys Val 



tgg atg 192 
Trp Met 



cct ctg 240 
Pro Leu 



ccg aag 288 
Pro Lys 
95 

tec aaa 336 

Ser Lys 

110 

tac acc 384 
Tyr Thr 



gtg gtg 432 
Val Val 



gac ttc 480 
Asp Phe 



ctg tct 528 
Leu Ser 
175 

acc gac 576 

Thr Asp 

190 

agt gtg 624 
Ser Val 



teg etc 672 
Ser Leu 



5 



act tgt 
Thr Cys 
225 



gat 
Asp 



gcc ctg act gag ctg ctg get aag ate acc aac aca gac 
Ala Leu Thr Glu Leu Leu Ala Lys He Thr Asn Thr Asp 
230 235 



720 



gtg gat tgt etc aaa get tgc cag gag 
Val Asp Cys Leu Lys Ala Cys Gin Glu 
240 245 

aat age ctg cag cag tac cgt cag gac 
Asn Ser Leu Gin Gin Tyr Arg Gin Asp 
260 

gag gat gaa ctg gac caa gcc age acc 
Glu Asp Glu Leu Asp Gin Ala Ser Thr 
275 280 

gac ctg tga 
Asp Leu 



cag att gag gcg gtg etc etc 768 
Gin He Glu Ala Val Leu Leu 
250 255 

caa cgt gac gga tec aag teg 816 
Gin Arg Asp Gly Ser Lys Ser 
265 270 

cct aca gac gtg egg gat ate 864 
Pro Thr Asp Val Arg Asp He 
285 

873 



<210> 4 
<211> 289 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Glu Leu Leu Cys His Glu Val Asp Pro Val Arg Arg Ala Val Arg 
1 5 10 15 

Asp Arg Asn Leu Leu Arg Asp Asp Arg Val Leu Gin Asn Leu Leu Thr 
20 25 30 

He Glu Glu Arg Tyr Leu Pro Gin Cys Ser Tyr Phe Lys Cys Val Gin 
35 40 45 

Lys Asp He Gin Pro Tyr Met Arg Arg Met Val Ala Thr Trp Met Leu 
50 55 60 

Glu Val Cys Glu Glu Gin Lys Cys Glu Glu Glu Val Phe Pro Leu Ala 
65 70 75 80 

Met Asn Tyr Leu Asp Arg Phe Leu Ala Gly Val Pro Thr Pro Lys Ser 
85 90 95 

His Leu Gin Leu Leu Gly Ala Val Cys Met Phe Leu Ala Ser Lys Leu 
100 105 HO 

Lys Glu Thr Ser Pro Leu Thr Ala Glu Lys Leu Cys He Tyr Thr Asp 



6 



115 



120 



125 



Asn Ser He Lys Pro Gin Glu Leu Leu Glu Trp Glu Leu Val Val Leu 
130 . 135 • 140 

Gly Lys Leu Lys Trp Asn Leu Ala Ala Val Thr Pro His Asp Phe He 
14 5 150 155 160 

Glu His He Leu Arg Lys Leu Pro Gin Gin Arg Glu Lys Leu Ser Leu 
165 170 175 

He Arg Lys His Ala Gin Thr Phe He Ala Leu Cys Ala Thr Asp Phe 
180 185 190 

Lys Phe Ala Met Tyr Pro Pro Ser Met He Ala Thr Gly Ser Val Gly 
195 200 205 

Ala Ala He Cys Gly Leu Gin Gin Asp Glu Glu Val Ser Ser Leu Thr 
210 215 220 

Cys Asp Ala Leu Thr Glu Leu Leu Ala Lys He Thr Asn Thr Asp Val 
225 230 235 240 

Asp Cys Leu Lys Ala Cys Gin Glu Gin He Glu Ala Val Leu Leu Asn 
245 250 255 

Ser Leu Gin Gin Tyr Arg Gin Asp Gin Arg Asp Gly Ser Lys Ser Glu 
260 265 270 

Asp Glu Leu Asp Gin Ala Ser Thr Pro Thr Asp Val Arg Asp He Asp 
275 280 285 

Leu 



<210> 5 

<211> 5443 

<212> DNA 

<213> Mus musculus 

<400> 5 

ggatcctgca aggtcacaca agggtctcca 
ttccatgcct tgttctcaca atgctggcct 
ttcaaaaggg cctgaatgag gagtagatct 
agccctcaga cctggagcct ttgcaacagc 
tccttaaagc caaaatcctg cctctagact 



cccaccaggt gccctagtct caatttcagt 60 
ccccagagct aatttggact ttgtttttat 120 
tgtgctaccc agctctaagg gtgcccgtga 180 
cctttaggtg gaagcagaat aaagcaattt 240 
cttcttctct gacctcggtc cctgggctct 300 
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<210> 7 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 7 

gctatggagc tgctgtgctg cgaggtggac 30 

<210> 8 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 8 

tcctcacagg tcaacatccc gcacgtctgt 3 0 
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